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GAGAC CCAAGCTGECTAGCGT TTAAACT TAAGCT TGGT ACCGAGCT CGGATOCGEOCACCAT GT OCGACAACGEOCOCCAAAAT CAGAGEAACCOOCCTAGAATCACC

CGACAC CCAACCTCCCTACGCCTTTAAACTTAACGCTTGGTACCCAGCTCCCATCCCCCACCATCT CCCACAACCCECCCCCAAAATCACACCAACGEOOCCTAGAATCACC
CCATCCgccaccATCTCCCACAACCECCCCCAAAATCACACCAACCCOCCTAGRATCACC
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TTOBECEE00CCACOGACAGCACAGECT CCAACCAGAACGEEOGAGAGAAGDEECE0CAGATOCAAGCACCEEAGACCT CAGEEACT GOCTAACAACACACCCTCCT G

TTCCCCCCCCCCACCCACACCACACCCTCCAACCAGAACCECCACACAACCCCECCCCACATCCAACCACCCCACACCTCACCCACTCCCTAACAACACACCCTCCTG
TTCCCCCCCCCCACCCACACCACACCCTCCAACCAGAACEECCAGACAACGCCECCCCCACATCCAAGCACCCCACACCTCACCCACT CCCTAACAACACACCCTCCTG

E10- TGL76300- UL94RFE240- 8- PCDNA3. 1F. ab1( 1>789)
UL94RFE240- 8. seq( 1>1280)

Ll
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GT'TCACOGOOCT CACCCAGCACGECAAGGAAGAT CTGAAGT TGOOCAGAGGACAGEEOGT GOOCAT CAACACCAACAGCAGOCCTGATGACCAGATCACTACTATA

CGTTCACCCCCCTCACCCACCACGCCAAGCAACATCTGAAGT TCCCCACAGCACAGCCCCTCECCCATCAACACCAACACCACCCCT CATCACCAGATCEECTACTATA
CTTCACCCCCCTCACCCACGCACCCCAACCAACAT CTGAAGT TCCCCACACCACACCCECCTCCCCATCAACACCAACACCACCCCTCATCACCAGATCECTACTATA

E10- TGL76300- UL94RFE240- 8- PCDNA3. 1F. ab1( 1>789)
UL94RFE240- 8. seq( 1>1280)
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GACGEE0CACCAGAAGAAT CAGAGEOEE0GACEECAAGATGAAGEACCT GAGCOOOOEGTGGT ACT TCT ACT ACCT GAECACACGACCTGAGECTGEOCTAOCCTAC

CACCCCCCACCACAACAAT CACACCCCCCCACCCCAAGAT CAACCACCTCACCCCCCCETCCTACT TCTACT ACCTCCCCACACCACCTGAGSCTGEOCTAOCCTAC
CGACCCCCCACCACAACAATCAGACCCCECCACCECAAGATCAAGCACCT CACCCCCCCETECETACT TCTACTACCT GCECCACACCACCTGAGECTACCTAOCCTAC

E10- TGL76300- UL94RFE240- 8- PCDNA3. 1F. ab1( 1>789)
UL94RFE240- 8. seq( 1>1280)

Ll

43:0 : 44|10 450 | 4f|50 : 47|O : 4E|50 490 500 510 520 530 :

GEOCCTAACAAGGACGECAT CATCTGEGT OB0CACAGAGEEOGCTCTGAAT ACACCT AAGGACCACAT TGEAACAAGAAACOCOGCAAAT AACGOCGCTATOGTCT

CCCCCTAACAAGCACCCCATCATCTCCETCCCCACAGAGECCCCTCT CAATACACCTAAGCACCACAT TCCAACAACAAACCCCCCAAATAACCCOECTATGGTACT
CCCCCTAACAACCACCCCATCATCTCCCETCCCCACAGAGGCCCTCTCAATACACCTAACCACCACAT TCCAACAACAAACCCCCCAAAT AACEOOECTATOGTACT

E10- TGL176300- UL94RFE240- 8- PCDNA3. 1F. ab1( 1>789)
UL94RFE240- 8. seq( 1>1280)
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GCACCTGOCACAGEEAACCACCCTGOOGAACEECT TCT ACCCOGACEECAGT CEOEGAGECT CT CAGCCT CTAGCOCGAGCTCT AGOOCGAGCAGAAATAGCACCA

CCACCT CCCACACCCAACCACCC TCCCCAACCCCT TCTACCCCCACCCECACTCCCCCACCECT CTCACCCCTCTACCCCCACCTCTACCCCGACCAGAAATAGCACCA
CCACCTCCCACACCCAACCACCCTCCCCGAACCECT TCTACCCCCACCCCACTCCCCCACCECTCTCACCCCTCTACCCCCACGCTCTAGCCCRAGCAGAAATACCAGCA
GAGCAGAAATAGCACCA

E10- TGL76300- UL94RFE240- 8- PCDNA3. 1F. ab1( 1>789)
UL94RFE240- 8. seq( 1>1280)
Al1- TG176300- UL94RFE240- 8- CWR- SeqR. ab1(1>774)
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GAAACAGCACCOCACECACCT CTAGAGECACCAGCOCOEOCOEEAT GE00EECAACCEOEEAGATAOCE0OCT GEOCCT CCTCCTGCTCEATAGACTGAACCAACTG

CAAACACCACCCCACCCACCTCTACACCCACCACOOOCEOCCCCATCECCCCECAACCCCCCACGAT CCCCOCCTCECCCTCCTCCT CCTCGATAGACTGAACCAACTG
CAAACACCACCCCACCCACCTCTACGACCCACCACOOOCEOCCCCATCECCCCECAACCCCCCACGAT CCCCCCCTCECCCTCCTCCT CCTCGATAGACTGAACCAACTG
CAAACACCACCCCACCCACCTCTAGACCCACCACOOOCEOCCCCATCECCCECAACY g Cg GAGATgCCCOCCTgCCCCTCCTCCTYCTgGATAGACTGAACCAACTG

E10- TGL76300- UL94RFE240- 8- PCDNA3. 1F. ab1( 1>789)
UL94RFE240- 8. seq( 1>1280)
Al1- TG176300- UL94RFE240- 8- CWR- SeqR. ab1(1>774)
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GAATCTAAGAT GTOOGECAAAGEOCAGCACGCAACAAGEOCAGACOGT GACAAAGAAAAGOEOCECT GAAGCCACCAAGAAACCT CEECAGAAGOCGACORCCACCAA

CAATCTAACATCTCCCCCAAACCCCACCACCAACAACC
CAATCTAACATCGTCCCCCAAACCCCACCACCAACAAGEOCACACCCT CACAAACAAAACCCECCCCTCAACCCACCAACAAACCT CCCCAGAAGOEGACORCCACCAA
CAATCTAACATCTCCCCCAAACCCCACCACCAACAACEOCACACCCTCACAAACAAAACCCCCCCTCAACGCCACCAACAAACCT CCCCAGAACCEGEACOEOCACCAA

E10- TGL76300- UL94RFE240- 8- PCDNA3. 1F. ab1( 1>789)
UL94RFE240- 8. seq( 1>1280)
Al1- TG176300- UL94RFE240- 8- CWR- SeqR. abl(1>774)
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GECCTACAACGT GACACAGECT TTTGECAGACGEEECOCT GAACAAACCCAGEECAAT T TOCGAGATCAGGAGCT GATCOGECAGEECACAGACTACAAGCACTGC

CCCCTACAACCTCACACACCCTTT TCCCACACCCEEEOCCTCAACAAACCCACCCCAAT TTCCCACGATCACCACCT CGATCCCCCACCCECACAGACTACAACCACTAC
CCCCTACAACCTGACACACGCCT TTTCCCACACCCECOCT CAACAAACCCACCCCAATTTCCCACATCAGCACGCT GATCCCCECACCCCACAGACTACAACCACTEXC
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UL94RFE240- 8. seq( 1>1280)
Al1- TGL76300- UL94RFE240- 8- CWR- SeqR. abl(1>774)
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CTCAGATOCCOCAGT TOROOOCT ACOEOCACCEOCT TTTTOCECATGI CTAGAATOCGAATCEAAGT GACCOCT TCTGEGACCT GECTGACCTACACOGGEAGCCATC

CTCACATCCCCCACT TCCCCCCTACCCCCACCCCCTTTTTCCCCATCTCTACAATCCCAATCCAACTCACCCCT TCTCCCACCT CCCTCACCTACACOCBGAGCCATC
CTCACGATCCCCCACTTCCCCCCTACCCCCACCCCCTTTTTCCCCATCTCTACAATCCCAATCCAAGTCACCCCT TCTCCCACCTCCCTCACCTACACOEGAGCCATC

UL94RFE240- 8. seq( 1>1280)
Al1- TG176300- UL94RFE240- 8- CWR- SeqR. abl(1>774)
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AACCTCGACGACAAGGACCCTAACT TCAAGGACCAGGT GAT CCT GCT GAACAAGCAT ATCGACGOCTAT AAGACCT TTCCACCTACCGAGCCTAAGAAAGATAAGAA

AACCTCCACCACAAGCACCCTAACT TCAACCACCAGGTGATCCT CCTCAACAACCATATCCACCCCTATAACACCT TTCCACCTACCCAGCCTAAGAAAGATAAGAA
AACCTCCACCACAACCACCCTAACT TCAAGCACCAGGT GATCCTCCTCAACAACCATATCCACCCCTATAACACCT TTCCACCTACCCAGCCTAAGAAAGATAAGAA

UL94RFE240- 8. seq( 1>1280)
Al1- TGL76300- UL94RFE240- 8- CWR- SeqR. abl(1>774)
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GAAAAAAGCCGACGAGACACAGEOCCT GOCT CAGAGACAGAAAAAGCAGCAGACOGT GACACT GCTGOCTGCTCCTGAT CTGGACGACT TCAGCAAGCAACTGCACC

CAAAAAACCCCACCACACACACCCCCTCCCT CACAGACAGAAAAACCACCACACCCTCACACT CCTCCCTCCTCCTCATCT CCACCACT TCAGCAAGCAACTCCACC
CGAAAAAACCCCACCACACACACGGCCCTCCCTCACAGACAGAAAAACCAGCACACCCTCACACT CCTCCCTGCTCCTCGATCTGCACCACT TCAGCAAGCAACTCACC

UL94RFE240- 8. seq( 1>1280)
Al1- TG176300- UL94RFE240- 8- CWR- SeqR. abl(1>774)
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AGAGCAT GAGCAGCGECOGATAGCACOCAGEOCT GAGOEE00ACT CGAGT CTAGAGEEOOOGT T TAAACOOGCTGAT CAGOCTCGACT GTAOCT TCTAGT TROCAGCC

ACACCATCACCACCCCCCATACGCACCCACCCCTCAGCEXOCCEC
ACACCAT CACGCACCCCCCATACCACCCACCCCTCAGOEIOCCCTCCACTCTAGACCCECCCCTTTAAACCCCCTCATCACGCCTCCACTCTAOCT TCTAGT TGOCAGCC

UL94RFE240- 8. seq( 1>1280)
Al1- TG176300- UL94RFE240- 8- CWR- SeqR. ab1(1>774)
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